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Project Plan Tltle

Functional genomics characterisation of uterine leiomyoma

Translational Neuropharmacology: Targeting Glioblastoma with Glymphatic Drug Delivery
Immunomodulatory roles of lymphatic endothelium in lung cancer and metastasis

Metabolic heterogeneity in intestinal adenomas

Metabolic pathways underlying the development of liver cirrhosis and hepatocellular carcinoma
Therapeutic targeting of the transcriptional kinase CDK9 in breast cancer

Development of poly(ADP)ribose polymerase targeted boron carriers for boron neutron capture therapy
Functional and structural aspects of the RET receptor tyrosine kinase in MEN2A cancer syndrome
PhageVax - A Bacterial Approach to Cancer Therapy

Integrative Machine Learning for Enhanced Tumor Classification and Biomarker Discovery

Molecular Mechanisms of Hantavirus-induced B-cell Lymphomas

Deciphering the oncogenic potential of transcription factor gene fusionsin cancer.

Unraveling the Role of Depressive Symptoms on Food Intake in Colorectal Cancer Patients

Integrative Single-cell Analysis of the Tumor Microenvironment and Drug Response Signatures in HGSC
Decoding Immune Evasion in PDAC: Organoid and Multi-omics Integration

Novel prognostic tissue biomarkers in high-grade serous ovarian cancer

Understanding a novel link between the septin cytoskeleton and cancer

Chromatin Dynamics and Transcriptional Regulation in Breast Cancer

Functional Role of Tumor-derived Extracellular Matrix in Breast Cancer Initiation and Treatment

A systems pharmacology approach to discover synergy in co-culture screens with cancer immunotherapy
Role of astrocytes to a tumor-promoting immunosuppressive environment in malignant brain tumors
Inflammation in the growth and progression of kidney cancer derived brain metastasis

Discovery of novel predictive biomarkers in metastatic colorectal cancer patients

Discovering the critical transcription factors controlling HCC for new therapeutic targets

Machine learning modelling for personalized drug combination selection

Cellular senescence and oncolytic virotherapy

Unraveling IDO1 and Oral Microbiome Immunosuppression in Head and Neck Cancer

Deciphering glioblastoma metabolic microenvironment usingiPS cell technologies

Hypoxia inducible factor 2A (HIF2A)-dependent oncogenic programs in kidney cancer

Pan-cancer modeling of distal regulatory network rewiring

Tumor microenvironment and tumor cell plasticity in prostate cancer: Uncovering Novel Biomarkers
Integrating Radiomics, snRNA-seq, mfIHC, Spatial Transcriptomics to Decipher the PCa TME Landscape
Deep learning methods on 100,000 cancer patients to identify subpopulations with different outcomes
Development of new imaging methods to characterize nanoparticle mediated intracellular gene delivery
Lineage-specific transcription factors in renal tumor biology

microDRIVE: Microglia-Driven Cellular Immunotherapies

Clonalhematopoiesis and treatment-related complications in cancer

Epigenetic biomarkers for classification, diagnosis, and treatment of pediatric solid tumors

Tumor induced RNA alterations in diagnostics and disease monitoring of pediatric malignancies
Epigenomic tumor evolution to identify therapeutic targets in ovarian cancer

Deep Learning-based Systems Pharmacology Models for Predicting Efficacy, Toxicity, and Kinetics
Integrative data-analysis of uterine leiomyomas and their chromosomal aberrations
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Modulation of mechanistic factors behind the glymphatic enhancing properties of alpha-2-agonists.
Single Cell Readable Signal Recording System

Tumor subclass specific dysregulated pathways and drug response in uterine leiomyoma

Utilizing an integrated multiome for patient-specific insight extraction from cancer data

Discovery of spatial vulnerabilities in the tumor microenvironment of ovarian cancer

Molecular mechanisms of resistance to HIF2A inhibition in renal cancer

Investigating novel mechanisms and targets in lung metastasis

From Neurons to Neoplasms: Advanced Cellular Imaging to visualize processes

Comprehensive analysis of cell-free DNA for early cancer diagnosis and precision cancer medicine
Identifying causal, germline genetic variants from pan-cancer ggnome wide meta-analyses
Mechanistic dissection of cis-regulatory transposable elements for epigenetic therapy in cancer
Light-activated photo-oxidation for controlled drug delivery for cancer therapy

Nephron progenitor dysregulation in Wilms tumor and tumorigenic properties of regenerative Acomys
Development and Application of Adenovirus-based Oncolytic Therapies and Inmunopeptidomics on RCC
Impact of intratumor microbiome on DNA damage repair mechanisms in HGSOC

Spatial profiling of somatic copy number alterations in normaland cancerous prostatic tissues

Cancer biomarker selection pipeline with data pre-processing, feature selection and classification
Unraveling the interplay of the innate immunity and CAFs to improve lung cancer outcomes

Machine learning for predicting genetic profiles and pre-malignant footprints in myeloid neoplasms

The impact of birch-derived compounds on intestinal tumorigenesis in colorectal cancer mouse model
Discovery of chemotherapy resistance driving in ovarian cancer using pan-QTL approach and Al
Construction of a human lung endothelial cell atlas to investigate cancer metastasis

Rewiring of prostate cancer cells due to inactivation of transcription elongation kinase CDK12
Immunogenomic and Spatial Profiling of Adaptive Immunity in Ovarian Cancer

Exploring new combination treatment strategies to improve targeted therapy responses in lung cancer
The role of mitochondrial health, aging and obesity in cancer

Understanding macrophage gene regulation in different tumour microenvironments

Translating MolecularPathogenesis of Pediatric/Adult SoftTissue Sarcomas to NovelTreatmentStrategies
The role of inflammation driving myeloid transformation

Predictive factors for personalized neoadjuvant therapy of triple-negative breast cancer
Nucleophosmin 1 (NPM1) in AML: Itsimpact on disease progression and drug response

Metabolic reprogramming of colorectal cancer by solute carriers

The Finnish landscape of hematological malignancy through sequencing, improving diagnostics and care
Spatial Transcriptomics in prostate cancer using multimodal foundation models

Spatial Resolution of Gene Fusions and SCNAs in Prostatic Tumorigenesis

The role of T cells in CAR-T cell therapy efficacy and toxicity

Treating rhabdomyosarcoma and related cancer cachexia by combined therapy for vascular protection and muscle hypertrophy
Artificialintelligence to improve clinical utilization of PSMA-PET CT in prostate cancer

Precision oncology targets in ovarian cancer using multi-modal data

Identifying Drug Targets and Immune Strategies for Paediatric Cancers through Tumour Profiling
Computational Cytomorphology in Myeloid Leukemias

Investigating the Role of Platelet-Derived Extracellular Vesicles and circRNA in Cancer Progression
PRAME is a novel targetable biomarker for venetoclax-refractory and relapsed acute myeloid leukemia
Effects of the transcriptional landscape on brain metastasis formation

Selective therapeutic targeting of JAK pseudokinase domain in hematological malignancies
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Model-based precision dosing of fluoropyrimidine anticancer drugs.

Oncogenic potential of psychedelic compounds through TRKB activation

Clinical and biological determinants of resistance to immunotherapy and chemotherapy in lung cancer
Targeting of Prostate Cancer with Novel Small-Molecular MID1 Ligands Activating PP2A

Personalised vaccine for pancreatic cancer

Biomarker Discovery, Link Between Mitochondrial Function and Chromosomal Stability in Lynch Syndrome
Precision targeting for biological therapies: exploiting the sherpabody platform to develop cancer immunotherapy and antivirals against pandemic threats
Translational potential of stromal lysosome destabilization in pancreatic cancer

Development of new MYC synthetic lethal treatments to overcome treatment resistance breast cancer
What Makes Glioblastoma, Glioblastoma?

Artificial Intelligence for Targeted Polypharmacology

Decipher metabolic crosstalk driving HGSC metastasis via the omentum-ovary axis

Reprogramming of cancer-associated fibroblasts during the stepwise progression of colorectal cancer.
Spatial multi-omics profiling of immune recognition in Ovarian Cancer

Prediction of Drug Response at Single Cell Resolution

Spatiotemporal analysis of tumors deficient in homologous recombination

Investigating dendritic cell mechanicalimmune responses to improve cancer immunotherapy.
Redesigning anti-cancer bispesific immune-cell engagers using the sherpabody plataform

Unraveling SOX18 pioneer function in KSHV genome replication and Kaposi sarcoma tumorigenesis
Evaluation of dietary interactions impacting the intestinal absorption of anticancer medications
Investigation on relationship between vitamin C, cell size and acute myeloid leukemia

Leveraging endogenous DNA damage in therapy-resistant ovarian cancer

Computational Cytomorphology in Hematological Cancers

Druginteractions and transporter biomarkers in precision anticancer therapy

Identification of promising drug combinations and their protein targets in ALL

LNP Interface Tuning for CRISPR/Cas Delivery: Improving Therapy Precision and Safety with OGM

The germline genetic risk factors in uveal melanoma

Discovering the interactions between the microbiome and oncolytic viruses in cancer patients

Mass Spectrometry for Cancer Antibodies: Optimization and Biomarker Applications

BNCT induced immune responses and novel opportunities for combination therapy in HNSCC
Characterization of alternative splicing programs in drug resistance of ovarian cancer

CRISPR/Cas9 nanopatrticle library reshaping Hepatocellular carcinoma tumor immune microenvironment
Analysis and ML based prediction of cellular adaptation during ovarian cancer treatment

Identify the mechanisms of how cell size affects acute lymphoblastic leukemia

Metabolic chemoprotection through compartmentalization of mitochondria in the intestinal epithelium



